Introduction
• In genetic studies parent of origin (imprinting) effects can be considered as Imprinting
• In genetic studies, parent-of-origin (imprinting) effects can be considered as the phenomenon whereby an individual's phenotype depends on the parental origin of the alleles that make up the individual's genotype.
• The power to detect parent-of-origin effects would be increased if the true parental origin of the alleles could be determined with a higher degree of certainty.
• We present here an extension 1 to the method for detection of parent-of-origin effects implemented in the PREMIM/EMIM 2,3 software, which uses external estimates of haplotypes for the mother, father and child provided by the program SHAPEIT2 4 , thereby using surrounding SNP information to help better estimate the parental origin of alleles at a given test SNP.
• The risk of disease is increased if a "2" allele is inherited from the mother.
• If the father, mother and child are all heterozygous, the parent-of-origin is 
Simulated Data
• 1000 replicates of pedigree data consisting of 1500 case/parent trios (or 1500 case/mother duos) and 200 SNPs were simulated.
• The type I error of PREMIM/EMIM to detect imprinting effects remains at the expected level when using trios phased with SHAPEIT2.
• However, for duos there may be an inflation in the type I error if SHAPEIT2's initial parent-of-origin estimates are used.
• It is possible to adjust the parent-of-origin estimates to lower this inflation by recognizing that most SNPs will not be associated with an imprinting effect 1 Specific Language Impairment
• Specific language impairment (SLI) is a neurodevelopmental disorder that affects linguistic abilities when development is otherwise normal.
• In a recent genome-wide association study using PREMIM/EMIM of 297 affected children in 278 pedigrees, Nudel et al. 5 found a region of interest on chromosome 5 with SNP rs10447141 giving a minimum p-value 1.29 ×10 -7 (OR 0.326) of association with maternal imprinting.
• Analysis using the latest version of PREMIM/EMIM with SHAPEIT2 gave a less significant p-value 6 16 ×10 -5 (OR 0 494) providing weaker evidence of recognizing that most SNPs will not be associated with an imprinting effect 1 . less significant p-value 6.16 ×10 (OR 0.494) providing weaker evidence of association with maternal imprinting.
• There is greater uncertainty of the parent-of-origin in duo data compared to trio data, thus a greater increase in power is observed with duo data.
• The Increased power
